
SUPPLEMENTARY Figures and Table 

Figure legends 

Figure S1.  Heatmap of the whole genome similarities of the Anderson typing phages. 

The average nucleotide identities (ANI) for all possible STMP phage genome comparisons are 

shown in the figure.  Values range from 0 (0%) to 1 (100%); white represents 0% ANI and clusters 

of highly similar phages are highlighted in blue and green.  The heatmap was produced using 

VIRIDIC. 

Figure S2.  Moderate stringency whole genome dotplot analysis of Anderson typing phages.  

Dotplot of similarly oriented whole genome sequences were constructed with Gepard using a word 

size setting of 100; genomes are oriented with terminase at the left and lysis genes at the right end 

(see figure 2A of the text).  Thick red lines separate subclusters and clusters, and thin lines separate 

phage genomes.  Groups of more highly related phages are indicated by an orange background.  

Phage names are shown on the left and top of the plot; phage cluster names are indicated above.  

Previously characterized phages P22, L, ES18, SETP3 and SenTO17 are shown for comparison. 

Figure S3.  Low stringency whole genome dotplot analysis of Anderson typing phages.   

Dotplot of similarly oriented whole genome sequences were constructed with Gepard using a word 

size setting of 11.  See legend for figure S2 for figure details. 

Figure S4.  Gene maps of the Anderson typing phages. 

The figure was created and genomes aligned by CLINKER with default settings; labels were 

added with Adobe ILLUSTRATOR.  Predicted genes of the same color are very similar.  The 

subclusters discussed in the text are marked with gray background boxes. 
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