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	Protein name
	Number disordered regions
	Longest disordered region
	Number disordered residues
	Number of arginines

	AAB21614.1 
Prohibitin (PHB)
	None found
	NA
	NA
	19
(out of 272 residues)

	NP_002435.1 
Moesin
	6
	298
	376
	41 
(out of 577 residues)

	AAH21300.1 
Stromal interaction molecule 1 (STIM-1)
	5
	148
	388
	37 
(out of 685 residues)



